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###### Supplementary Data 1

Isolates sequenced in this study and published isolates used in the orthoMCL analysis.

###### Supplementary Data 2

Functional category and location on MGE of genes that are consistently lost in systemic isolates from BAPS populations 2, 3 and 4.

###### Supplementary Data 3

Prokka annotation, functional category and location on MGE of genes that are consistently over-represented in systemic isolates from BAPS populations 2, 3 and 4.

###### Supplementary Data 4

Prokka annotation, functional category and location on MGE of genes that are consistently over-represented in respiratory isolates from BAPS populations 2, 3 and 4.

###### Supplementary Data 5

Genome assembly statistics of isolates sequenced in this study.
